The following table presents the baseline characteristics of the unmatched population and 3 the same characteristics after matching. Variables correspond to the covariates of the 4 DAG in Figure 1 in the manuscript that were included in the propensity score model. The literature is still unclear as to whether the pooling of propensity scores themselves or 27 the pooling of treatment estimates is the better approach after multiple imputation. Here, An approach combining multiple imputation and propensity score methods was not used 34 for the primary analysis due to numerous unresolved questions that admit the possibility 35 for an unknown amount of bias with regards to the estimation of variance after pooling, 36 the timing of pooling datasets, the best number of datasets to impute, the best method 37 for handling imputations, at a minimum. Practical guidelines for methods that more 38 efficiently and robustly account for the incompleteness of data within estimation methods 39 based on the propensity score are needed, but research in this area is ongoing. 
